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Research data management (RDM) team @ IMBI

Claudia Giuliani Gita Benadi Jonas Werner
(left the team)

Felix Engel Klaus Kaier
(head)
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Customers

- Six DFG-funded biomedical research consortia (Collaborative 
Research Centers (CRC) and Transregios (TRR))

- Graduate programs: RTG MeInBio, Clinician Scientist 
programs IMM-PACT, IMMediate
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Service portfolio

- General RDM consulting and training
- Software platforms and support:

- Electronic lab notebook eLabFTW
- Research data platform fredato
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eLabFTW

- Open-source electronic laboraty notebook (ELN) developed 
by Deltablot

- Two instances hosted by the IMBI:
- University network
- University Medical Center network (for patient data)
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elabFTW features

- General ELN, not domain-
specific

- Highly customizable with 
templates

- Many advantages compared 
to paper notebooks

- Time stamps
- Resource management
- Import/export

Current usage of
University instance:
47 teams with 344 members
15783 experiments, 4379 
resources
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fredato

● User authentication
● Project templates
● Backup, versioning
● Metadata schemas
● Metadata storage

● User management
● File management
● Collaboration
● Synchronization

Freiburg Research Data Tool
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data storage
version control

(meta)data storage

Metadata

file sharing

Web Application

Projects PublicationsSearchDashboard
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fredato web interface
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Metadata on fredato: making research data findable
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Metadata schema structure
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Metadata schema structure: data sets
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Metadata entry form
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fredato: metadata import/export
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Project: AI-supported research data annotation

- Use a Large Language Model (LLM, e.g. ChatGPT-4o) to 
extract metadata from documents

- Avoid mistakes by comparing suggested terms with lists/data 
bases of known biomedical entities

- Human-in-the-loop: Let researchers double-check the LLM 
suggestions
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LLM-based annotation prediction: workflow

1
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LLM-based annotation prediction: workflow

1 2
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LLM-based annotation prediction: workflow

1 2 3
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LLM-based annotation prediction: workflow

1 2 3 4
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LLM-based annotation prediction: evaluation

- 23 research papers from CRC 1479 OncoEscape
- Interviews with first authors to identify incorrect biomedical 

entities
- Average 26.3 predicted biomedical entities (19.6 from 
OncoEscape schema, 6.7 from PubTator database)

- Overall precision (proportion of correct terms): 98% [95%CI: 
94%-100%]
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LLM-based annotation: next steps

- Compare performance of different LLMs

- Use annotation prediction for metadata schema 
development

- Implement annotation prediction in fredato
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Thank you!

Contact:

gita.benadi@uniklinik-freiburg.de
bemb.rdm@list.uniklinik-freiburg.de

mailto:gita.benadi@uniklinik-freiburg.de
mailto:bemb.rdm@list.uniklinik-freiburg.de
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